SUPPORTING FIGURE
Partial proteolysis. The site of the crosslink was determined, in part, by partial proteolysis with thermolysin in the dark. Crosslinked ROS membranes were resuspended in Buffer P. Thermolysin was added at a rhodopsin-to-thermolysin ratio of 50:1 by mass.
The digestion proceeded for 6 h at 37°C and was stopped by adding 5 mM EDTA and placing the tubes on ice. The samples were solubilized in 1% DM before SDS-PAGE analysis.
Liquid chromatography-mass spectrometry. Sample preparation for LC-MS was based on a previous study (5) . Crosslinked ROS membranes were solubilized in 1% DM and bleached. Bis-maleimide samples and the MTS negative controls were treated with 15 mM DTT for 1 h, and all samples were treated with iodoacetamide (100 mM) for 3 h.
Rhodopsin was precipitated with 10% TCA and spun at 14k rpm for 5 min to produce a pale yellow pellet. The pellet was washed with 95% ethanol in a bath sonicator three times to remove TCA and lipids. The pellet was then dissolved in 100% TFA containing 
